Chelidamic acid (4-hydroxypyridine-2,6-dicarboxylic acid) and 2,6-diaminopyridine react to form the title salt, C 5 H 8 N 3 + ÁC 7 H 4 NO 5 À ; there are two formula units in the asymmetric unit. The pyridine N atom of 2,6-diaminopyridine is protonated whereas chelidamic acid is deprotonated at both carboxylate groups but protonated at the N atom; the reaction involves intra-and intermolecular proton transfer. In the crystal, each 2,6-diaminopyridinium cation participates in five strong N-HÁ Á ÁO hydrogen bonds (including one bifurcated hydrogen bond). The crystal structure also features strong O-HÁ Á ÁO hydrogen bonds between the chelidamate anions, leading to chains along the a axis. 
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: X-AREA (Stoe & Cie, 2001 ); cell refinement: X-AREA; data reduction: X-AREA; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: Mercury (Macrae et al., 2008) and XP (Sheldrick, 2008) ; software used to prepare material for publication: publCIF (Westrip (2010). Schmid, L. & Mann, H. (1954 et al., 2005) . The stability of these materials results mainly from the assembly of hydrogen-bonded networks within the structure or arises by cooperative effects as it has been exemplified in the manner of DNA or supramolecular polymers (Prins et al., 2001; Brunsveld et al., 2001) . The object of this investigation was the co-crystallization of chelidamic acid Ia and 2,6-diaminopyridine II in order to obtain the cocrystal III with an ADA/DAD pattern (A: hydrogen-bond acceptor, D: hydrogen-bond donor). However, the two components formed a salt ( Fig. 1) , which is reasonable considering the acid-base properties of the starting components. et al., 2003) . In this study chelidamic acid is doubly deprotonated. The first proton transfer is assumed to be intramolecular (Hall et al., 2000) while the second deprotonation is suggested to occur intermolecular with 2,6-diaminopyridine as proton acceptor. Compound II is known to be reactive in the presence of dicarboxylic acid anhydrides (Schmid & Mann, 1954 ) but a reaction with dicarboxylic acids without activation is not expected in this case. In the crystal structure of the title compound two one-dimensional hydrogen-bond networks are observed, connecting symmetry-equivalent chelidamates (generated by an a glide plane) via O-H···O chains, whilst those fragments are twisted approximately by 60° with respect to each other ( a-axis in a zigzag alignment (Fig. 4) .
Chelidamic acid and 2,6-diaminopyridine are commercially available. Chelidamic acid was utilized without purification while 2,6-diaminopyridine had to be sublimed before use. A small amount of each compound was dissolved separately in approximately 15 drops of dimethyl sulfoxide (DMSO) before they were combined in a flask and set aside at room temperature. From the green-yellow mixture, block shaped crystals were obtained after several weeks.
Refinement
Due to the absence of anomalous scatterers, 2351 Friedel pairs were merged. All H atoms were initially located by difference Fourier synthesis. Subsequently, H atoms bonded to C and O atoms were refined using a riding model, with C -H = 0.95 Å and O-H = 0.84 Å, and with U iso (H) = 1.2U eq (C) and 1.5U eq (O), respectively; H atoms bonded to O atoms were allowed to rotate about the C-O bond. H atoms bonded to N atoms were refined isotropically with U iso (H) = 1.2U eq (N).
Computing details
Data Crystal packing of the title compound viewed along the a-axis. Red dashed lines indicate the hydrogen-bond network which interlinks two chelidamates and two 2,6-diaminopyridinium cations to an entity that glides along the a-axis.
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